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Results from Phylloscopus trochiloides species complex Conclusions
(Alcaide et al 201 4) Edges 1 & 3 track migrations from outer populations to the hybrid zone —
i , ' o indicating ancient admixture events (new)

Edge 2 captures the same long-range admixture event (both direction &
magnitude) as SpaceMix (¢ = 0.19, 95% CI: 0.15 - 0.24)
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Edge 4 finds an event from a deme in Turkey to the Russian hybrid zone —
genome sharing between outer demes & central Asian demes (new)
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(\'\---J 1. Incorporate older admixture events with T > 0

2. Allow sources to be picked from unsampled demes (a la SpaceMix)

3. Implement method to assess significance of admixture events
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